ENZYMOLOGYOFDNA-STRANDTRANSFERMECHANISMS
Programme:
The main purpose of the meeting will be to consider the biochemical commonalities and essential differences between several DNA-strand transfer processes involved in gene spread in bactleria: rolling-circle replication of plasmids and phages, conjugative DNA transfer of plasmids as well as T-DNA transfer from Agrrobacterium, transposition and site-specific recombination. Special emphasis on the process of DNA transport in conjugation and T-DNA transfer to plant cells will lead us to examine also related processes of macromolecule transfer across membranes, such as filamentous phage DNA extrusion and various protein export systems. Format: The internationally accepted workshop format, with some review lectures and poster sessions as well as extended time for formal and informal discussions is proposed. A few posters could be selected to be presented in a short talk. Speakers: J. C. Alonso, T. Recent advances in the automation of DNA sequencing have opened new possibilities for the analysis of complex genomes at the DNA sequence level. This two week course will provide intensive training in this rapidly evolving field. The course will emphasize techniques and strategies for using automated sequences to sequence large, contiguous genomic regions. Students will carry out all of the steps in the sequencing process from preparing cosmid DNA to computer analysts of the finished sequence.
Topics will include subclone library generation, large-scale template purification, sequencing reactions, gel analysis on automated sequencers, sequence assembly, gap filling and conflict resolution, Students will work in groups to sequence a large region of DNA. In the last year's course a 45kb cosmid was sequenced (GenBank) accession #U23729). Through this process they will be trained in crucial project and data management techniques. A series of lecturers will discuss their applications of these techniques as well as alternate strategies for high speed automated DNA sequencing. Last year's speakers included: C. It is a rigorous program that includes laboratory work all day and a lecture with discussion session every evening. Each student will become familiar with each of the major techniques in protein purification by actually performing four separate isolations including: (i) a regulatory protein from muscle tissue: (ii) a sequence-specific, DNA binding protein: (iii) a recombinant protein overexpresed in E. co/i; and (iv) a membrane-bound receptor. A variety of bulk fractionation, electrophoretic, and chromatographic techniques will be employed including: precipitation by salts, pH, and ionic polymers: ion exchange, gel filtration, hydrophobic interaction, and reverse phase chromatography; lectin aflinity, oligonucleotide affinity, and immunoaffinity chromatography; polyacrylamide gel electrophoresis, and electroblotting; and high performance liquid chromatography. Procedures will be presented for solubillzing proteins from inclusion bodies and refolding them into active monomeric forms. Methods of protein characterization will be utilized including immunological and biochemical assays, peptide mapping, amino acid analysis, protein sequencing, and mass spectrometry.
Emphasis will be placed on strategies of protein puiification and characterization rather than on automated instrumental analysis. Guest lecturers will discuss protein structure, modification of proteins, methodologies for protein purification and characterization, and applications of protein biochemistry to cell and molecular biology. CELL's Product News Update section features the latest information on bio-reisearch products, services, books, and equipment.
Additional free information on these advertised products and services can be obtained by circling the appropriate reader service number on the postage-paid reply card in the front of the journal or by faxing your request directly to the company using the fax form found at the end of thle Product News Update section. 
